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Webb, A.E. 2010. Causative Region Identification by 3K SNP Array and Candidate Gene Analysis of the Wingless-2 Mutation in Chickens. University of California, Davis CA (M.S. thesis). 
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Swanberg, S., O’Hare, T., and M.E. Delany. Telomere Maintenance Pathway. GALLUS REACTOME http://gallus.reactome.org/ 
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Chen C.-Y., I. Misztal, I. Aguilar, S. Tsuruta, T.H.E. Meuwissen, S.E. Aggrey and W.H. Muir, 2010. Genome wide marker assisted selection in chicken: Making the most of all the data, Pedigree, Phenotypic and Genomic in a simple one step procedure. Abstr 288. World Congress on Genetics Applied to Livestock Production. Leipzig, Germany.  

Aggrey, S.E. A. Karnuah, B. Sebastian and N. Anthony, 2010. Genetic properties of feed efficiency in meat type chickens. PP3-38. World Congress on Genetics Applied to Livestock Production. Leipzig, Germany.

Iowa State University (IA)

A. Peer-Reviewed Journal Papers

Ciraci, C., Tuggle, C.K., Wannemuehler, M.J., Nettleton, D., and Lamont, S.J., 2010. Unique
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2010. Differential splenic cytokine responses to dietary immune modulation by diverse chicken

lines. Poultry Sci. 89: 1635-1641.

Sun, X., D Habier, R.L. Fernando, D.J. Garrick, and J.C.M. Dekkers. 2010. Genomic breeding
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Chen, C.Y., I. Misztal, I. Aguilar, S. Tsuruta, T. H. E. Meuwissen, S. E. Aggrey, T.
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Muir, W.M. and H.W. Cheng. 2010. Genetics and genomic approaches to address

both breeding and management issues of poultry well-being. In Tomorrow’s Poultry:

Genomics, Physiology, and Well-Being eds Gerry Huff and Sammy Aggrey. Poultry

Science Poult Sci 2010. 89:852-854. doi:10.3382/ps.2009-00489

Van Eenennaam, A. and W.M. Muir 2011. Animal Biotechnologies And Agricultural
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(2010) Mapping main, epistatic and sex-specific QTL for body composition in a chicken

population divergently selected for low or high growth rate. BMC Genomics 11:107

Higgins SE, Ellestad LE, Trakooljul N, McCarthy F, Saliba J, Cogburn LA, Porter TE
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Higgins SE, Wolfenden AD, Tellez G, Hargis BM, Porter TE (2011) Transcriptional
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Joint Annual Meeting of the American Dairy Science Association, American Society for

Animal Science, and Poultry Science Association.
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